ReaderTT.config = {"pagecount":47,"title":"The Disk-Covering Method for Phylogenetic Tree Reconstruction","author":"","subject":"","keywords":"","creator":"Impress","producer":"LibreOffice 7.2","creationdate":"D:20220322005930Z'","moddate":"","trapped":"","fileName":"document.pdf","bounds":[[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825]],"bookmarks":[{"title":"Computational and mathematical challenges involved in very large-scale phylogenetics","page":1,"zoom":"XYZ 0 825 0"},{"title":"How did life evolve on earth?","page":2,"zoom":"XYZ 0 825 0"},{"title":"Steps in a phylogenetic analysis","page":3,"zoom":"XYZ 0 825 0"},{"title":"Reconstructing the \u201cTree\u201d of Life","page":4,"zoom":"XYZ 0 825 0"},{"title":"The CIPRES Project (Cyber-Infrastructure for Phylogenetic Research)","page":5,"zoom":"XYZ 0 825 0"},{"title":"This talk","page":6,"zoom":"XYZ 0 825 0"},{"title":"Part 1: Mathematical issues under stochastic models","page":7,"zoom":"XYZ 0 825 0"},{"title":"DNA Sequence Evolution","page":8,"zoom":"XYZ 0 825 0"},{"title":"Markov models of single site evolution","page":9,"zoom":"XYZ 0 825 0"},{"title":"Modelling variation between characters: Rates-across-sites","page":10,"zoom":"XYZ 0 825 0"},{"title":"Modelling variation between characters: The \u201cno-common-mechanism\u201d model","page":11,"zoom":"XYZ 0 825 0"},{"title":"Identifiability and statistical consistency","page":12,"zoom":"XYZ 0 825 0"},{"title":"Identifiability results","page":13,"zoom":"XYZ 0 825 0"},{"title":"What about phylogeny reconstruction methods?","page":14,"zoom":"XYZ 0 825 0"},{"title":"Phylogenetic reconstruction methods","page":15,"zoom":"XYZ 0 825 0"},{"title":"Performance criteria","page":16,"zoom":"XYZ 0 825 0"},{"title":"Quantifying Error","page":17,"zoom":"XYZ 0 825 0"},{"title":"Statistical consistency, exponential convergence, and absolute fast convergence (afc)","page":18,"zoom":"XYZ 0 825 0"},{"title":"Theoretical results: statistical consistency under typical models?","page":19,"zoom":"XYZ 0 825 0"},{"title":"Theoretical results: sequence length requirements under typical models?","page":20,"zoom":"XYZ 0 825 0"},{"title":"Neighbor joining has poor performance on large diameter trees [Nakhleh et al. ISMB 2001]","page":21,"zoom":"XYZ 0 825 0"},{"title":"DCM1 Warnow, St. John, and Moret, SODA 2001","page":22,"zoom":"XYZ 0 825 0"},{"title":"DCM1-boosting distance-based methods [Nakhleh et al. ISMB 2001]","page":23,"zoom":"XYZ 0 825 0"},{"title":"However,","page":24,"zoom":"XYZ 0 825 0"},{"title":"Part 2: Improved heuristics for NP-hard optimization problems","page":25,"zoom":"XYZ 0 825 0"},{"title":"Approaches for \u201csolving\u201d MP/ML","page":26,"zoom":"XYZ 0 825 0"},{"title":"Problems with current techniques for MP","page":27,"zoom":"XYZ 0 825 0"},{"title":"Observations","page":28,"zoom":"XYZ 0 825 0"},{"title":"Rec-I-DCM3: a new technique (Roshan et al.)","page":29,"zoom":"XYZ 0 825 0"},{"title":"The DCM3 decomposition","page":30,"zoom":"XYZ 0 825 0"},{"title":"Iterative-DCM3","page":31,"zoom":"XYZ 0 825 0"},{"title":"Rec-I-DCM3 significantly improves performance (Roshan et al.)","page":32,"zoom":"XYZ 0 825 0"},{"title":"Slide 33","page":33,"zoom":"XYZ 0 825 0"},{"title":"Part 3: Multiple sequence alignment","page":34,"zoom":"XYZ 0 825 0"},{"title":"Slide 35","page":35,"zoom":"XYZ 0 825 0"},{"title":"Slide 36","page":36,"zoom":"XYZ 0 825 0"},{"title":"Basic observations about standard two-phase methods","page":37,"zoom":"XYZ 0 825 0"},{"title":"What about simultaneous estimation?","page":38,"zoom":"XYZ 0 825 0"},{"title":"New method: SATe (Simultaneous Alignment and Tree estimation)","page":39,"zoom":"XYZ 0 825 0"},{"title":"Simulation study","page":40,"zoom":"XYZ 0 825 0"},{"title":"Topological accuracy","page":41,"zoom":"XYZ 0 825 0"},{"title":"Alignment accuracy","page":42,"zoom":"XYZ 0 825 0"},{"title":"Slide 43","page":43,"zoom":"XYZ 0 825 0"},{"title":"Other observations","page":44,"zoom":"XYZ 0 825 0"},{"title":"Part IV: Open questions","page":45,"zoom":"XYZ 0 825 0"},{"title":"General comments","page":46,"zoom":"XYZ 0 825 0"},{"title":"Acknowledgements","page":47,"zoom":"XYZ 0 825 0"}],"thumbnailType":"jpg","pageType":"html","pageLabels":[]};
